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A typical multiscale model
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Biophysically-detailed network
model
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The Multiscale Object-Oriented Simulation Environment

http://moose.ncbs.res.in,
http://sourceforge.net/projects/moose/

LGPL but uses GPL modules
C++/ Python/ Qt/ GSL/ OpenGL



http://moose.ncbs.res.in
http://sourceforge.net/projects/moose/
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User interfaces
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Modelling across scales

Single particle = Compartmental Cellular biophysics Network
(Smoldyn plugin) ODE and stochastic
Steady-state solver Multiscale: biophysical network

< Multiscale: SigNeur




